ABSTRACT We report the draft genome sequences of two insecticidal strains against lepidopteran pests, Bacillus thuringiensis serovar kurstaki strain BP865, an isolate from the South Korean phylloplane, and strain HD-133, a reference strain of B. thuringiensis serovar aizawai.
BP865 encodes ␦-endotoxins genes for Cry1Aa, Cry1Ab, Cry1Ac, Cry1Ia, and Cry2Ab, whereas HD-133 encodes for Cry1Aa, Cry1Ab, Cry1Ca, Cry1Da, Cry1Ia, Cry2Ab, and Cry9Ea, thereby suggesting that the latter has a wider insecticidal spectrum. However, these include partial or apparently fragmented genes, which necessitates further validation of the complete gene structure. We also identified at least two nonribosomal peptide synthetase (NRPS) genes and two NRPS/polyketide synthetase hybrid genes from both genome assemblies, implying that the potential use of B. thuringiensis strains can be extended beyond the biological control of insect pests. Accession number(s). These whole-genome shotgun projects have been deposited in DDBJ/ENA/GenBank under the accession numbers MOXR00000000 (BP865) and MOXQ00000000 (HD-133). The versions described in this paper are the first versions, MOXR01000000 and MOXQ01000000.
